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Analysis on 3 tri—allelic variant cases of the STR TPOX locus
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[Abstract]

Objective: To investigate the three—banded alleles of the STR TPOX locus. Methods: The genetype of the TPOX

locus was determined and analysed by PCR technique followed by the non-denatured PAGE and silver staining. Results:

Three—banded alleles were detected in the TPOX locus of two samples. Sequencing proved that the only difference among

them was the number of repeat unit for sample one. It might be due to the unequal exchange between homologue chromo-

somes, which resulted in the chimera. Conclusion: Three—banded alleles of the TPOX locus were detected and confirmed by

different methods.
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TPOX-12 ACTGGCACAG AACAGGCACTTAGGGAACCCTCACTGAATGAATGAATGAATGAATGAATG
TPOX-11 ACTGGCACAGAACAGGCACTTAGGGAAICCCTCACTGAATGAATGAATGAATGAATGAATG
TPOX-8 ACTGGCACAGAACAGGCACTTAGGGAAICCCTCACTGAATGAATGAATGAATGAATGAATG
TPOX-12 AATGAATGAATGAATGAATGAATGTTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCC
TPOX-11 AATGAATGAATGAATGAATG———TTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCC
TPOX-8 AATGAATG TTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCC
sdkkokkok ok siekklkskkok sk koo ok
TPOX-12 TAGCGGGAAGGGAACAGGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTG
TPOX-11 TAGCGGGAAGGGAACAGGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTG
TPOX-8 TAGCGGGAAGGGAACAGIGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTG
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TPOX-11 CGACTGGCACAGAACAGGCACTTAGGGAACCCTCACTGAATGAATGAATGAATGAATGAA
TPOX-9 CGACTGGCACAGAACAGGCACTTAGGGAAICCCTCACTGAATGAATGAATGAATGAATGAA
TPOX-8 CGACTGGCACAG AACAGGCAC’l"l‘AGGGAA|CCCTCAC'I‘GAATGAATGAATGAATGAATGAA

sksfelokskseiokk kst skskokstoksk sk okl kool ookl sotookskokookskokskoksiokskskskskskskoksk sk skokskokskok

TPOX-11 TGAATGAATGAATGAATGAATGTTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCCTA
TPOX-9 TGAATGAATGAATG————— TTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCCTA
TPOX-8 TGAATGAATG—————— TTTGGGCAAATAAACGCTGACAAGGACAGAAGGGCCTA

sefotofolororkok sepkioklblioorkookolskorskeksok ks sokk
TPOX—-11 GCGGGAAGGGAACAGGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTGGG
TPOX-9 GCGGGAAGGGAACAIGGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTGGG
TPOX-8 GCGGGAAGGGAACAGGAGTAAGACCAGCGCACAGICCCGACTTGTGTTCAGAAGACCTGGG
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