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[ Abstractive]  Objective To investigate the polymorphisms of 24 Y-STR loci in Han population from
Guangdong Province and explore its application in forensic medicine. Methods Twenty-four Y-STR loci
(DYS391, DYS3891/11, DYS439, DYS438, DYS449, DYS456, DYS458, DYS437, DYS635, DYS448,
DYS527a/b, Y_GATA_H4, DYS447, DYS19, DYS392, DYS522, DYS393, DYS388, DYS390,
DYS385a/b and DYS444) in 800 unrelated male Han individuals from Guangdong were genotyped using AGCU
kit. The genotyping accuracy, sensitivity, mixed samples, male and population specificity were evaluated. Re-
sults  Among 800 subjects, 192 alleles were observed, and 794 haplotypes were detected. The gene diversity
of 24 Y-STR loci ranged from 0. 4286 (DYS438) to 0.9605 (DYS385a/b). The overall haplotype diversity
was 0. 999981 and the discrimination capacity was 0. 992500. The sensitivity of this test was 0. 125 ng. Twen-
ty-four Y-STR loci were highly specific to males and the genotyping was not influenced by female individuals.
Conclusions The 24 Y-STR loci included in AGCU kit have highly genetic polymorphisms in South China and
present with promising prospect for application in paternity identification and population genetic analysis.
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DYS385(GD =0. 9605 ) DYS$439 DYS447

SERHEDN PR (|SEAEDY MR |[SEAEDY OBR||SEAE SR || S g || (GD=0.6698) || (GD=0.8214)
9,19  0.0013| 12,12 0.0200| 13,15 0.0100| 14,20 0.0138| 16,20  0.0025| %73 Sk | SEfispH  Ji%
10,12 0.0025| 12,12.2 0.0013|| 13,16 0.0063| 14,21 0.0050|| 16,21  0.0025 10 0.0288 19  0.0013
10,17 0.0025| 12,13 0.0175|| 13,17 0.0538|| 14,22 0.0088| 17,17  0.0038 11 0.3200 20 0.0063
10,19 0.0013| 12,14 0.0125|| 13,18 0.0800| 14,25 0.0013| 17,18  0.0038 12 0. 4425 21 0.0125
10,20  0.0013| 12,15 0.0025|| 13,19 0.0600| 15,15 0.0050|| 17,19  0.0013 13 0.1763 22 0.0213
11,11 0.0188( 12,16 0.0350|| 13,20 0.0363|| 15,16 0.0050| 18,18  0.0013 14 0.0313 23 0.2100
11,12 0.0325| 12,17 0.0275|| 13,21 0.0238| 15,17 0.0088| 19,19  0.0013 15 0.0013 24 0.2138
11,13 0.0063| 12,18 0.0413|| 13,22 0.0163| 15,18 0.0125|| 19,22  0.0013 DYS$438 25 0.2388
11,14 0.0038| 12,19 0.0438| 13,23 0.0013|| 15,19 0.0100| 13,14,18 0.0013| (GD =0.4286) 26 0.1138
11,16 0.0150|| 12,20 0.0225|| 14,14 0.0025|| 15,20 0.0088| 13,17,18 0.0013|| & 3LH ik 27 0.1313
11,17 0.0100| 12,21 0.0088| 14,15 0.0038| 15,21 0.0063|| 13,18,19 0.0013 9 0.0088 28 0.0450
11,18 0.0150| 12,22 0.0013|| 14,16 0.0050| 15,22 0.0025|[12,13,20,21 0.0013 10 0.7125 29 0.0050
11,19 0.0138| 12,23 0.0013|| 14,17 0.0088| 16,17 0.0038|[13,14,19,20 0. 0025 11 0.2525 31 0.0013
11,20 0.0038| 13,13 0.1075|| 14,18 0.0463|| 16,18 0.0025 12 0.0213
11,21 0.0013| 13,14 0.0350| 14,19 0.0163| 16,19 0.0050 13 0. 0050

DYS527(GD =0.9398) DYS393 DYS458 DYS522

SERTHEDN PR (SRR R ||SEAE BR||SEArEN g || (GD=0.6531) (GDb=0.8281) | (GD=0.6879)
17,20 0.0013| 20,20 0.0163| 21,26 0.0025| 24,26 0.0025| {3 SR || SfipE BiR ||SaEE BiR
18,18 0.0013| 20,21 0.0250| 22,22 0.0825| 24,27 0.0013 10 0.0013 13 0. 0063 9 0.0125
18,19 0.0013| 20,22 0.0388|| 22,23 0.0838| 25,25 0.0013 11 0. 0025 14 0.0225 10 0.1225
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18,20 0.0013| 20,23 0.0688| 22,24 0.0438|| 26,26 0.0013 12 0.4663| 14.1  0.0050 11 0.3588
18,21 0.0025| 20,24 0.0775|| 22,25 0.0088(/18,20,24 0.0013 13 0.2950| 15 0.1563 12 0.4013
18,22 0.0025| 20,25 0.0263| 22,26 0.0050(19,20,21 0.0013 14 0.2063| 15.1  0.0013 13 0.0888
18,23 0.0038| 20,26 0.0038|| 23,23 0.0563|[20,21,22 0.0013 15 0.0275 16 0.1713 14 0.0138
19,19 0.0075| 20,27 0.0013| 23,24 0.0175([20,24,25 0.0013 16 0.0013 17 0.2238 15 0.0025
19,20 0.0125|| 21,21 0.0600| 23,25 0.0075|]21,22,23 0.0038 DYS388 18 0.2225 || Y_GATA_H4
19,21 0.0125| 21,22 0.1188| 23,27 0.0038([21,22,24 0.0013|| (GD =0.4941) 19 0.1275 || (GD =0.5832)
19,22 0.0138| 21,23 0.0863| 23,28 0.0013 RIS 20 0.0525 || iR
19,23 0.0163| 21,24 0.0438| 24,24 0.0100 9 0.0063| 21 0. 0063 9 0. 0025
19,24 0.0100| 21,25 0.0075|| 24,25 0.0013 10 0.1850| 22 0. 0050 10 0.0713

DYS391 DYS3891 DYS390 DYS449
(GD=0.4473) || (GD=0.5953) || (GD=0.7056) || (GD=0.8864) 12 0. 6800 Dysiad 1 0.2900

RN BUR | SFAEER R (| SEAER SR AR HR 13 0.0950( (GD=0.7376) 12 0.5700
6 0.0013 11 0.0163 18 0.0038|| 22 0.0013 14 0.0288 || S L iR 13 0.0588
9 0. 0350 12 0.5500| 21 0.0025|| 24  0.0013 15 0.0050| 10 0.0125 14 0.0063
10 0.7000 13 0.2900| 22 0.0575| 25  0.0088 DYS437 11 0.2288 15 0.0013
11 0. 2488 14 0.1363|| 23 0.3600|| 26  0.0625| (GD=0.4937) 12 0.2538 DYS38911
12 0.0113 15 0.0075| 24  0.3338| 27  0.0563| ZfiLE % 13 0.3575 || (GD=0.7399)
13 0.0013 DYS448 25 0.2250|| 28  0.0500 13 0. 0050 14 0. 1363 ||Zfi3EE iR

(GD =0.7281)
15 0.0013 || LA A% 26 0.0175|| 28.2  0.0013 14 0. 6088 15 0.0113 26 0.0175
23 0.0013 15 0.0013| DYS635 29 0.0913 15 0.3688 DYS19 27 0.0538
(GD =0.7817)
DYs392 16 0.0038||Z M Hi% || 29.2  0.0013 16 0.0175| (GD =0.6895) 28 0.3613
(GD =0.6727)

B2 eSS TS 17 0.0175 18 0.0013|| 30  0.1438 DYS$456 eSS 29 0.2875
9 0.0013 18 0.3263 19  0.1100|| 30.2 0.0013|| (GD=0.6154) 12 0.0013 30 0.1975
10 0.0050| 18.1 0.0013|| 20  0.2775| 31  0.1638| ZfiskpH % 13 0. 0400 31 0.0750
11 0.0838| 18.2  0.0025| 21 0.3125| 32 0.1550 11 0. 0025 14 0.2188 32 0.0063
12 0.0913 19  0.2975|| 22 0.1463|| 33  0.1338 13 0.0175 15 0. 4575 33 0.0013
13 0.3913|| 19.2  0.0013| 23  0.0975| 34  0.0775 14 0. 1475 16 0.2213
14 0.3988| 20  0.2700|| 24  0.0375|| 35  0.0350 15 0.5750| 17 0. 0600
15  0.0263|| 21  0.0675|| 25  0.0150(| 36  0.0113 16 0.1550| 18 0.0013
16 0.0013|| 22 0.0088| 26  0.0013| 37  0.0025 17 0. 0925
17 0.0013|| 23  0.0025| 27  0.0013| 38  0.0025 18 0.0100
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